coalesce in the ABC ancestor (i.e., without coalescence in BC), whereas α 3 are the trees that have the α topology and coalesced in BC.
The genealogies α 2 , β, and γ are identical in length (although they have different tip identities), and their mutation probabilities can be described by the equations: and C in the ABC ancestor (i.e., the cumulative distribution function of the coalescent for a sample of size 3). Each of these four probabilities correspond to multiple branches in Fig. 1B .
The mutation probabilities for genealogy α 3 are:
We use these functions, together with the probabilities of their corresponding genealogies 
